Files downloaded from VR2W receivers contain parameters that can be used to calculate the noise quotient and code collision rate. This allows assessing how these parameters affect receiver performance and detection range. Noise quotient was calculated as nq = P-(S.cl), where P is the number of pulses detected, S is the number of synchs, and cl is the number of pulses it takes to make a valid code. Positive values of nq indicate environmental noise and negative values indicate code collision (Simpfendorfer et al. 2008).
Supplement 1
Appointments and extra details on data analysis.
1.1.Data exploration
Files downloaded from VR2W receivers contain parameters that can be used to calculate the noise quotient and code collision rate. This allows assessing how these parameters affect receiver performance and detection range. Noise quotient was calculated as nq = P-(S.cl), where P is the number of pulses detected, S is the number of synchs, and cl is the number of pulses it takes to make a valid code. Positive values of nq indicate environmental noise and negative values indicate code collision (Simpfendorfer et al. 2008 ).
Data was sorted using simple Visual Basic routines in Microsoft Office Excel© for posterior analysis. Codes from the same transmitter detected by different receivers less than 30 s apart were filtered out. The first recorded code was kept with the average geographic coordinates of the multiple detecting receivers, except for network analysis. In this case only the first detecting receiver was taken into account.
Due to the low number of individuals captured outside the MPA and the short time of detection of conger C#5 and C#6, the analysis on these data was restricted to residency and activity indices, average daily distance covered and final displacement vector.
1.2.Residency, Activity and Covered distance Index
The Residency Index (I r ) must be addressed with caution when applied to cryptic species, since tagged individuals may be present in the study area but concealed in crevices undetected by acoustic receivers (Almeida et al. 2013) . For the present work, individuals were considered active when intervals between consecutive detections were less than 10 minutes. Above this interval, individuals were assumed to be stationary, hidden inside refuges, outside the no-take MPA or out of the receivers' array range. The sum of activity intervals equals total activity time.
1.3.Kernel Density Estimation (KDE) analysis
KDE was calculated using raw data but multiple detections were also used to obtain an intermediate position (average coordinates) when multiple receivers detected the same code. This process increased the spatial definition in some areas. The smoothing factor (h) plays an important role on this analysis and the higher its value, the less detailed home range estimation is (Worton 1989) . This parameter was calculated using the h ref method (Worton 1989) , resulting in h=90 for morays and h=135 for congers. Cell size of 10m x 10m was used in order to display adequate image resolution. The percentage of the protected area used by each individual was calculated as %MPA = [home or core range area (ha)/Pessegueiro Island no-take MPA area (ha)]*100.
1.4.Network analysis (NA)
Network analysis was applied to understand which areas were more relevant for the tagged fish by analysing the movements between them. This method, based on graph theory, consists on a complex system of nodes connected by edges (Jacoby et al. 2012) described by metrics such as centrality. There are two types of centrality, both measuring the importance of a node to the network (Gómez et al. 2013 ): degree centrality (C d ), that takes into account the number of edges that connect to a node (Jacoby et al. 2012 , Makagon et al. 2012 , and betweenness centrality (C b ), which is based on the number of shortest paths between any two nodes which cross the focal node (Freeman 1977) . High values of C b indicate that the focal node has an intermediate location between several paths (Makagon et al. 2012) . In diagrams node size is proportional to centrality values while edge thickness is proportional to the number of connections.
Directed and weighted networks were analysed by means of square matrices in which relative movement of an individual was regarded as the number of movements between 2 receivers divided by its total number of movements. Before this process, all networks were tested for non-random patterns. Random networks (n = 10 000) were generated by flipping the edges 100 times per permutation while keeping the degree distribution of the original network in order to get a biologically meaningful null model (Newman et al. 2001 , Croft. et al. 2011 ). Random networks metrics (i.e. maximum modularity (Q) (Brandes et al. 2008 , Jacoby & Freeman 2016 ) were calculated and compared with metrics from the original networks using Wilcoxon Onesample Signed Ranks Test in IBM® SPSS® Statistics Version 23, assuming the maximum Q of the original networks as the hypothetical medians. Networks no different from random (n=5) were excluded from subsequent analyses.
Environmental parameters
Influence of circadian cycle (day vs night), lunar cycle (first quarter vs full moon vs third quarter vs new moon), tidal cycle (ebbing vs rising) and swell (low -<1 m height; high ->1 m height) on individual activity index (I a ) was also assessed. An I a was determined and weighed against the total I a for each individual and combination of factors. Activity indices were then compared by means of multivariate PERMANOVA (Anderson et al. 2008) . Differences in movement patterns, concerning space use according to circadian, lunar cycle and swell were analysed by means of Mantel tests. 
